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[##%&] Biogenesis and the molecular architecture of mitochondria

Architecture and function of mitochondria are intimately linked.
Mitochondrial architecture is rather complex: The outer membrane
(OM) is an envelope that communicates with the ER and other cell
organelles. The inner membrane (IM) comprises the inner boundary
membrane (IBM) and the cristae. Crista junctions (CJ) mark the
border between IBM and cristae. Contact sites between OM and IBM
are formed by interactions of CJ with proteins of the OM. In a search
for the molecular basis of mitochondrial architecture we have
identified a number of proteins. The MICOS complex, consisting of at
least six IM proteins forms the CJ and makes contact via the
TOB/SAM complex and the Fzol (mitofusin)/Ugol complex. Aim24 .
stabilizes the MICOS complex. Sue and g of the FIFO-ATP synthase are required for the formation
of cristae. We will discuss these findings in the light of mitochondrial function, biogenesis and
dynamics.
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